In continuation of our work on pyrazoline derivatives Samshuddin et al., 2010, Jasinski et al., 2010, we now describe the synthesis and structure of the title compound, (I).
In the title compound, C 23 H 22 N 2 , the dihedral angle between the methylbenzene groups is 77.62 (6) , and the dihedral angle between the envelope-shaped pyrazole ring [in which one C atom displaced by 0.109 (1) Å from the mean plane of the other four atoms] and the phenyl ring is 17.57 (7) . The dihedral angles between the phenyl ring and the two methylbenzene rings are 13.24 (6) and 81.02 (7) . In the crystal, weak C-HÁ Á Á interactions link the molecules. Table 1 Hydrogen-bond geometry (Å , ).
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Cg2, Cg3 and Cg4 are the centroids of the C4-C9, C10-C15 and C17-C22 rings, respectively. Symmetry codes: (i) x À 1; y; z; (ii) Àx þ 1 2 ; y þ 1 2 ; Àz þ 3 2 ; (iii) Àx þ 3 2 ; y À 1 2 ; Àz þ 3 2 ; (iv) Àx; Ày þ 1; Àz þ 1. SS and BN thank Mangalore University for the research facilities and the UGC SAP for financial assistance for the purchase of chemicals. HSY thanks the UOM for sabbatical leave. RJB wishes to acknowledge the NSF-MRI program (grant CHE-0619278) for funds to purchase the diffractometer. Fig. 1 . Molecular structure of the title compound showing displacement ellipsoids for non-H atoms drawn at the 50% probability level. Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted Rfactors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0301 (7) 0.0363 (7) 0.0325 (7) 0.0025 (5) 0.0007 (5) 0.0029 (6) C6 0.0296 (7) 0.0454 (8) 0.0301 (7) −0.0057 (6) −0.0047 (6) 0.0062 (6) C7 0.0461 (9) 0.0390 (8) 0.0277 (7) −0.0096 (6) −0.0038 (6) −0.0025 (6) C8 0.0430 (8) 0.0361 (7) 0.0326 (7) 0.0022 (6) 0.0003 (6) −0.0061 (6) C9 0.0286 (7) 0.0318 (7) 0.0282 (7) 0.0003 (5) −0.0002 (5) −0.0008 (5) C10 0.0283 (6) 0.0243 (6) 0.0206 (6) −0.0009 (5) 0.0036 (5) 0.0032 (5) C11 0.0341 (7) 0.0242 (6) 0.0247 (6) 0.0025 (5) 0.0040 (5) 0.0012 (5) C12 0.0366 (7) 0.0266 (6) 0.0213 (6) −0.0036 (5) 0.0028 (5) −0.0014 (5) C13 0.0292 (7) 0.0286 (6) 0.0237 (6) −0.0043 (5) 0.0019 (5) 0.0050 (5) C14 0.0299 (7) 0.0250 (6) 0.0316 (7) 0.0025 (5) 0.0013 (5) 0.0023 (5) C15 0.0315 (7) 0.0229 (6) 0.0252 (6) −0.0009 (5) 0.0020 (5) −0.0011 (5) C16 0.0350 (7) 0.0342 (7) 0.0320 (7) −0.0050 (6) −0.0044 (6) 0.0026 (6) C17 0.0247 (6) 0.0267 (6) 0.0224 (6) 0.0011 (5) 0.0000 (5) −0.0009 (5) C18 0.0271 (7) 0.0344 (7) 0.0292 (7) 0.0067 (5) 0.0027 (5) 0.0020 (5) C19 0.0290 (7) 0.0390 (7) 0.0277 (7) −0.0002 (5) 0.0060 (5) −0.0015 (5) C20 0.0377 (7) 0.0288 ( 
Hydrogen-bond geometry (Å, °)
Cg2, Cg3 and Cg4 are the centroids of the C4-C9, C10-C15 and C17-C22 rings, respectively. Symmetry codes: (i) x−1, y, z; (ii) −x+1/2, y+1/2, −z+3/2; (iii) −x+3/2, y−1/2, −z+3/2; (iv) −x, −y+1, −z+1.
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